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Erratum 


DNA polymorphisms amplified by arbitrary primers are useful as genetic markers 


by J.G.K.Williams, A.R.Kubelik, K.J.Livak, J.A.Rafalski and S.V.Tingey 


Nucleic Acids Research, 18, pp. 6531—6535 (1990) 


This paper was to be published directly after a paper by J.Welsh and M.McClelland ‘Fingerprinting genomes 
using PCR with arbitrary primers’ pp. 7213—7218 which had been delayed for this purpose. We regret that due 
to administrative errors at Nucleic Acids Research the paper by J.Welsh and M.McClelland was not published at 
that time. The two papers should be considered as published simultaneously. 
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rat, d(TG),:d(CA), formation 1595 
Zcl protein 
gene sequence, Zea mays 6425 
Zc2 protein 
gene sequence, Zea mays 6426 
Zea mays 
ATP synthase beta subunit cDNA 5885 
chloroplast ribosomal protein $15, sequence, map positions 3407 
chloroplast ribosomal protein sequence/map positions 4244 
rps2 genes, nucleotide/amino acid sequence, chloroplast 663 
strain W64 A, Zcl protein, gene sequence 6425 
strain W64 A, Zc2 protein, gene sequence 6426 
Zein storage proteins 
functional splice site 111 
Zinc finger motifs 
mouse testis cDNA 3655 
dZTP 
polymerization, dZ chemical synthesis 7127 
Zymomonas mobilis 
alcohol dehydrogenase II genes 187 





